[Abstract] Saccharomyces cerevisiae (S. cerevisiae) (commonly known as baker's yeast) is a model organism that has a similar upstream base excision repair (BER) pathway for the repair of methylated bases as that in mammalian cells, and it is very easy to maintain in the laboratory environment. Here, we described a method to prepare cell extracts from yeast to investigate their enzymatic activities. This protocol is a quick and efficient way to make yeast cell extracts without using commercial kits. 18. Potassium phosphate buffer (see Recipes)
Lysis buffer (see Recipes)
20. 10x reaction buffer (see Recipes) 21. Gel loading buffer (see Recipes) Equipment 1. 0.5 mm diameter glass beads (Bio Spec Products, catalog number: 11079105) 2. Eppendorf tubes 3. Table- The cell extracts from yeast Saccharomyces cerevisiae were prepared as described (Wang et al., 1995; Jazwinski, 1990 ) with modifications as below. 11. Centrifuge the bead/lysate mixture at full speed at 4 °C for 15 min to remove cell debris.
12. Transfer the supernatant fraction to a fresh Eppendorf tube. We recommend not collecting the entire supernatant fraction, instead leaving part of it to prevent touching pellet. 6. Mix the reaction products with 10 μl of gel loading buffer.
7. The reaction products in the yeast cell extracts were separated on a 15% polyacrylamide gel, the gel was scanned and the data were analyzed as reported (Caglayan et al., 2014) .
The result image for dRP lyase, FEN1 excision and DNA deadenylation enzymatic activities in yeast extracts has been reported (Caglayan et al., 2014) .
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